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Transcription factor p53 is a major tumor suppressor. 

At least 50% of human tumors contain mutations or 

deletions of TP53.  Although numerous studies on p53 

mutations have been published, the information in 

literature is a mixture of confirmed and controversial 

p53 status. In this study, forty-seven common used 

human cancer cell lines derived from breast, lung, 

colon, pancreas, haematopoietic and lymphoid tissue 

were selected and composed to panels. p53 hotspots 

mutations were sequenced and analysed. We have 

discovered that a few tumor cell lines that yielded 

different p53 genotypes than had previously been 

reported. Further, the p53 function between WT and 

mutant p53 cell lines were compared by determining 

the p53 downstream target p21 expression under 

DNA damage condition. Our study clearly showed the 

sequencing and functional testing of p53 mutation cell 

line panels, which provide reliable tools for p53 

research in cancer biology and therapy filed. 
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A. Cell morphology.  B. Immunofluorescence staining of p53.  C. Cell 

growth kinetics were constantly monitored for 10 days using a label-free 

IncuCyteÊ live-cell imaging system (Essen Bioscience). D. Real time 

PCR analysis of total mRNA levels of p21 (normalized to the 

housekeeping gene 36B4) .   E. Western blotting assay.  

D&E. Cells were treated with 20 uM etoposide (ETO) to induce DNA 

damage, or treated with DMSO as a control.   
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Å p53 mutations found in various tumor cell lines display similarity in the distribution and 

in the pattern of mutational events compared to patient tumors. 
 

Å Across different cancer types, expression of MUT p53 is much higher than WT p53. 
 

Å Mutant p53 often forms aggregation. Depend on cell lines, but not mutation sites, the 

aggregates can be found at the cytoplasmic or nuclear location. 
 

ÅWT p53 cell lines respond well to DNA damage. Mutant p53 cell lines arenôt able to 

upregulate p53 downstream gene p21, even phospho-p53 level was increased.   
 

Å Please visit ATCC website for more p53 data information on pancreatic cancer, 

leukemia and lymphoma cell line panels.  
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