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Using the Public STR Database

| Testyour cells,

trust your data!
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STR Profile Background

The ATCC STR database includes profile standards for all distributed cell lines.
8 loci are enough to authenticate a cell line for research and publication purposes.

ATCC uses STR analysis to screen all human cell lines for authenticity and purity before
distribution providing a true baseline for researchers using these cell lines.

Comparing an STR profile using the ATCC database will provide a measureable
relationship between the tested cells and accepted standard cell lines.

Tumor and transformed cell lines are more prone to genetic drift which can accelerate with
passage number, media content and other factors.

STR profiles assume two alleles; the presence of more than two alleles in DNA from
normal cells indicates genomic heterogeneity, which is typically equated with
contamination or genetic instability. Some cell lines may have more than 2 alleles at a loci
as they are generally not normal cells. See the example on the last page.

Cell authentication services are available from ATCC
www.atcc.org/str




Using the Public STR Database

SEARCH THE STR DATABASE

As part of our continuing efforts to characterize and authenticate the cell lines in the Cell Biclogy collection,
ATCC has developed a comprehensive database of short tandem repeat {STR) DNA profiles for all of our human
cell lines. View our brief tutorial before starting.

1. 8TR Profiling Analysis

2. Matching Algorithm
3. Interrogating the Database

Search by ATCC Number:

| | search || Clear

Go to the STR service landing page
Search by Amelogeni_n (AMEL) + at least 7 loci: or direCtIy tO the database
Separate each allele entry with a co|m:'na (e.g., CSF1IPO = 11, 12) https//wwwatccorq/STR Database

AI'.'\EL:|
aspx?slp=1

Dase1s: |

OR

D138317: |

|

| . . . .
oream: | | There is a very simple registration
e : required to access the database.

|

|

|

VWA

|
|
TPOX: |
CSF1PO: |

Matches >= 80% Matches >= 56% || Clear

@
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https://www.atcc.org/STR_Database.aspx?slp=1
https://www.atcc.org/STR_Database.aspx?slp=1
https://www.atcc.org/STR_Database.aspx?slp=1
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Using the Public STR Database
There are 2 Choices

Search by ATCC Number:
1. Select either search by ATCC

number to obtain an STR profile
standard

| | search Clear

OR

Search by Amelogenin (AMEL) + at least 7 loci:
Separate each allele entry with a comma (e.g., CSF1PO = 11, 12)

OR AmeL: | | .

Plus

2. Input a profile to run it against pssei: |
the ATCC public database\< DIaST: |

D168539: |
VWA

THD1:
TPOX:

csFiPo: |

Matches >= 80% Matches >= 56% Clear

ATCC



1. Search by ATCC Number

Test your cells,
| trustyourdata!

to Obtain an STR Profile Standard

Example: Hit the search button
ATCC catalog CCL-2 are /
Search by ATCC Number:

Hela cells \
| ccL-2 | | Search || Clear

CR

Search by Amelogenin (AMEL) + at least 7 loci:
Separate each allele entry with a comma (e.g., CSF1PO =11, 12)

| 7

AMEL: |

Plus

D55816: |

D13831?:|

D75820: |

D168539:|

VWA

THO1:

|
|
TPOX: |
|

CSF1PD:

Matches >= 80% Matches >= 56% Clear




1. Search by ATCC Number

Test your cells,
trust your data!

to Obtain an STR Profile Standard

Example:
Find your CCL-2 HelLa cell
STR profile at the top of the Export the data to

page

Excel

Showing 1-10f1 PageSize: (100
Add to  %Mateh ATCCE  Designation

Cart Number

100 CCL-2 HelLa 11,12 12,133 B.12 8.10 15,18 T X B.12 8,10
Add to Cart Export to Excel

Disclaimer: Reference to this database and the data contained therein may be cited in publications, and ATCC
encourages such citation or reference. While every reasonable effort has been made to assure the accuracy of
these data, no warranty, express or implied, is made by ATCC as to their accuracy.

While ATCC has largely used the Promega PowerPlex® 1.2 System in the creation of these data and
recommends that researchers wishing to produce data for comparison also use a Promega PowerPlex® System
ATCC does not provide a general endorsement of this product or provide any warranty or representation
regarding its quality or performance in the scientific community for the identification of human cell lines.

As in the past, when we find a misidentified cell line among our holdings (i.e., the DNA profile is similar or
identical to that of an unrelated cell line}, we will post a note an the Misidentified Cell Lines page of our website.

Search by ATCC Number:

| CCL-2 | Search Clear

CR

Search by Ameloaenin (AMEL) + at least 7 loci:

ATCC



Test your cells,
| trustyourdata!

2. Search by STR Profile
to Match Against Others in the Database

Search by Amelogenin (AMEL) + at least 7 loci:
Separate each allele entry with a comma (e.g., CSF1PO =11, 12)

7
hMEL:| |

Input a profile to run against the
ATCC public database

D5S818: |

D13831?:|

0755820 |

VIVA

CSF1PC:
~———

|
|
|
D165539: | |
|
|
|
|

|
THD1: |
|
|

Matches >= 80% Matches >= 56% Clear
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2. Search by STR Profile
to Match Against Others in the Database

Search by Amelogenin (AMEL) + at least 7 loci:
Separate each allele entry with a comma (e.g., CSF1PO =11, 12)

_—

Profile from a recent cancer aweL: [ XY | @
research paper. s

D5S818: | 1,12

Separate alleles using a comma

For homozygous use a single number and NOT “10,10” for

D138317: | 1,14

example. \_< D7S620: | 10,11
D168538: | 11
VWA | 15
THO1: |8
TPOX: |8

CSF1PO: | 1,12

~—

To limit the number of results: e e e

-

select either 80% match and
higher
o OR

ATCC 96% match or higher




U Test your cells,
trust your data!

2. Search by STR Profile

to Match Against Others in the Database o1 1o S

Designation D5S818 D13531

80 CCL-171 MRC-5 1,12 11,14 10,11 2.1 15 8 HY 8 11,12
Add to Cart || Export to Excel

Searching STR Database...

Disclaimer: Reference to this database and the data contained therein may be cited in publications, and ATCC
encourages such citation or reference. While every reasonable effort has been made to assure the accuracy of
these data, no warranty, express or implied, is made by ATCC as to their accuracy.

w/

This process will take a few seconds. Flease Wait
‘While ATCC has largely used the Promega PowerFlex® 1.2 System in the creation of these data and
recommends that researchers wishing to produce data for comparison also use a Promega PowerPlex® System
ATCC does not provide a general endorsement of this product or provide any warranty or representation
regarding its quality or performance in the scientific community for the identification of human cell lines.

As in the past, when we find a misidentified cell line among our holdings (i.e., the DNA profile is similar or
identical to that of an unrelated cell line), we will post a note on the Misidentified Cell Lines page of our website.

Results can take 30 seconds +/-

Search by ATCC Number:

| | Search Clear

In this case there were no matches or
below 80% for this profile Search by Amelogenin (AMEL) + at least 7 loci:

Separate each allele entry with a comma (e.g., CSF1PO =11, 12)

?

AMEL: | XY |

Plus

D5SB18: [ 1112 |
D138317: [ 11,14 |
D78820: [ 10,11 |
D16539: | 11 |
VWAL 15 |
THO: E |
TPOX: |8 |
CSF1PO: [ 1112 |

S

Matches >= 80% Matches >=56% || Clear

ATCC



2. Search by STR Profile

Test your cells,
| trustyour data!

Practice Profile

In this example you will find a
number of results only by selecting
>=80%

Search by ATCC Number:

| | Search || Clear

OR

Search by Amelogenin (AMEL) + at least 7 loci:
Separate each allele entry with a comma (e.g., C5F1IPO =11, 12)

.i.MEL:| x

Fius

| 2

DESE1E: |1:,13

D1352317: | 11.13.14

D7SE20: | 11,12

D165538: | 12.13

wia: | 15,18
THOT: |8
TROX: | 8.1
CSF1FO: | 11

Matches == E0%

Matches »= 56% || Clear
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2. Search by STR Profile

Test your cells,
trust your data!

to Match Against Others in the Database

Showing 1-30f3
ADd o Cart  SeMaich

miber Deslgnation DS

[} 93.75 Caco-2 1213 11,12 1213 1618 B X 8.1 1

D 93.75 C2BBe1 1213 111314 1112 1213 1813 B X 9.1 1

. &0 Hoczar 1z ] 11,12 12 13 B X g 1
Searching STR Database... e

w/

Disclaimer: Reference to this database and the data contained therein may be cited in publications, and ATCC

encourages such citstion or reference. While every ressonable affort has been made to assure the sccuracy of these

This process will take a few seconds. Flease Wait

data, no warranty, express or implied, is made by ATCC as to their acouracy.

While ATCC has largely used the Promega FowerPlex®@ 1.2 System in the creafion of these dsta and recommends.
that researchers wishing to produce data for comparison also use s Promega PowerPlex® System ATCC does not

provide a general endorsement of this product or provide any wamanty or representation regarding its quality or
performance in the scientific community for the identification of human cell ines.

Results can take 30 seconds +/-

As in the past, when we find a misidentified call line smong our holdings (i.e., the DMNA profile is similar or identical to
that of an unrelsted cell ling), we will post a note on the Misidentified Cell Lines page of our website.

Search by ATCC Number:

| | Search || Clear

In this case there were no matches or
below 80% for this profile

Search by Amelogenin (AMEL) + at least 7 loci:
Separate each allele entry with a comma (e.g., CSF1PO = 11, 12)

— J-.MEL:| [ | ?
Filus
Dessts: [ 1213 |
D138317: [ 111314 |
orsE20: [11.42 |
DiessaE: [12.13 |
v [15.18 |
THO: B |
TROX: [ 811 |
ceF1Po: [ 11 |
@ Matches == 80% || Matches >= 56% || Clear
~——

ATCC




Test your cells,
trust your data!

2. Search by STR Profile

to Match Against Others in the Database

Search by Amelogenin (AMEL) + at least 7 loci Separate each allele entry with a comma (e.q., CSF1PO = 11, 12)
7

AMEL | XY

Plus:

Searching STR Database...

D5S818: | 12,13

) |
D138317: | 11 |
This process will take a few seconds. Flease Wait
D75820: | 9,10 |
D165539: | 12 |
WA 146 |
Results can take 30 seconds +/- : :
TPOX: |8
CSF1PO: |10 |

Matches >= 80% Matches >=56% || Clear

=
=
=]
=
)
@

PageSize: 1[][]|Z|

In this case there were no matches

Designation D5S818 3 )7SE20 D185538  wWA 01 AM CSF1PO
% and ab ly the 56%

80 Y an a Ove’ SO On y e Y O 2128 coe Hela 142 12133 8412 910 1818 7 X 812 9810
and Iower Selection provided O 3128 cos L132 M4z 12133 8412 910 1818 7 X 812 910
O 2125 cos Intestme 407 11,12 12,133 812 910 1818 7 X 812 810

resu Its . ] 371 coli3 Chang Liver 12 12133 812 910 1818 7 X 812 10

0 s12s  ceLr KB 1M1z 12133 8412 910 1618 7 X 812 910

O 371 coLa A3 1M1z 133 12 910 1818 7 X 812 810

O a12s  coLz HEp-2 1M1z 12133 8412 910 1618 7 X 812 9810

O 2122 coLm HEp2 142 12133 8412 910 1818 7 X 812 810

O 3333 coLas WisH 1M1z 133 812 910 1818 7 X 812 910

O s29¢  ccLan RPMI 2850 1243 112 811 1142 1618 68 XY & 911

O 3128 ceLez FL M4z 12133 8412 910 1818 7 X 812 910

O 48 ccLis W38 10 11 911 1112 1920 893 X & 1012

O 4815  ceL7sd W38 VA13 10 11 911 1112 1820 83 X 8 1012

ATCC



Test your cells,
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2. Search by STR Profile

to Match Against Others in the Database

] 375 CRL-1552 MOLT-3 12 1213 8,10 11,13,14 17 68 XY 8 1112
] 375 CRL-1740 LNCaP.FGC 11,12 1012 81,103 11 16,18 ] XY 89 10,11
[ 37.5 CRL-1740 LNCaP.FGC 1,12 1012 9.1,103 " 16,18 5 XY 89 10,11
] 375 CRL-1740 LNCaP.FGC 11,12 1012 81,103 11 16,18 ] XY 89 10,11
] 28.57 CRL-1588 ABT3 11,12 8,13 1012 11 15,18 5.3 X 8 1112
[ 4587 TiB-202 THP-1 1,12 13 10 1,12 16 893 Xy &mn 1113

== = 1 2 3 45 ... = =>»

Add to Cart Export to Excel

/

Sort by “% match” then check off

.
the records you would like to keep.
oy
& cut Calibri 1l v A xS :%] - S Wrap Text General - ij‘ ﬁ
—— Eacopy - ==
Paste . B 7 U~-|#~ &-A- = = Merge & Center - $ ~ % s | % ;% Conditional Form:
= - Format Painter e = - £ Merg ° O = matting = as Tabl
Clipboard = Font = Alignment 5 Number =
E17 - £

A B C D E F G H I J K L M N C

Export you r data to Excel 1 |% Match Sample Count Matches Atcc Number Designation D55818 D135317 D75820 D165539 vWA THO1 AMEL TPOX CSFIPO
2 31.25 16 5 CCL-2 Hela 11,12 12,133 812 9,10 1618  7X 812 9,10
3 31.25 16 5 CCL-5 1-132 11,12 12,133 812 9,10 1618 7X 812 9,10
4 31.25 16 5 CCL-6 Intestine 407 11,12 12,133 812 9,10 1618 7xX 812 9,10
5 35.71 14 5 CCL-13 Chang Liver 1212,13.3 812 9,10 1618 7X 812 10
6 31.25 16 5 CCL-17 KB 11,12 12,133 812 9,10 1618 7X 812 9,10
7 35.71 14 5 CCL-21 AV3 11,12 13.3 12 9,10 1618  7xX 812 9,10
8 31.25 16 5 CCL-23 HEp-2 11,12 12,133 812 9,10 1618 7xX 812 9,10
9 31.25 16 5 CCL-23 HEp-2 11,12 12,133 812 9,10 1618  7X 812 9,10
0 33.33 15 5 CCL-25 WISH 11,12 13.3812 9,10 1618 7X 812 9,10

@ 1 52.94 17 9 CCL-30 RPMI2650 12,13 11,12 811 11,12 16,18 6,8 XY 89,11
12

ATCC )




Test your cells...
...Trust your data

Consider ATCC STR Cell Authentication




